
RNA
•	 Whole transcriptome (total RNA-seq)
•	 Messenger RNA (mRNA-seq)

DNA methylation
•	 Whole genome methylation (WGBS/EM-seq)
•	 Human Methylome
•	 RRBS
•	 Infinium MethylationEPIC v2.0 and Mouse Methylation Array
•	 Targeted custom methyl-seq

Chromatin
•	 Histone modifications enrichment or transcription factors binding (ChIP-seq) 
•	 Chromatin accessibility (ATAC-seq)

Consulting with our experts
•	 Complete end-to-end customized service
•	 Dedicated scientific team providing high-touch 

communication
•	 Expertise with challenging clinical samples

Bioinformatics analysis
•	 From raw data to differential analysis
•	 Multi-omics integrative analysis 
•	 Data mining for biomarker discovery

www.diagenode.com Please contact us for more information
Europe Diagenode sa / LIEGE SCIENCE PARK // Rue Bois Saint-Jean, 3 // 4102 Seraing (Ougrée) // Belgium // E-mail: info@diagenode.com
USA Diagenode LLC. / 400 Morris Avenue, Suite 101 // Denville, NJ 07834 // USA // E-mail: info.na@diagenode.com

from biomarker discovery to biomarker validation

Last update: September, 2023


